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Table 1. List of samples: species, subspecies, number of specimens (N), population code, country, IUCN regional Red List threatened categories (European/North
African), and cytochrome c oxidase I (COI) and Internal Transcribed Spacer-1 (ITS-1) haplotypes

Species Subspecies N Population Country

Haplotype

IUCN COI ITS

Cordulegaster bidentata bidentata 5 1, 4 France, Italy NT h1, h2, h3, h4 Q
Cordulegaster bidentata sicilica 4 5–7 Italy Sicily NT h5, h6, h7 O
Cordulegaster bidentata 13 2–3, 8–14 Germany, Montenegro, Albania, Greece NT h2, h8–h15 O, P
Cordulegaster boltonii iberica 10 18–23 Spain LC h19–h24 E, F
Cordulegaster boltonii immaculifrons 5 25 France, Portugal LC h16, h21, h25 A, B
Cordulegaster boltonii boltonii 4 16 France, Portugal LC h17, h21, h26 A, B, E
Cordulegaster boltonii 11 24, 28–32 Austria, Germany, Italy, Spain LC h21, h27–h28 C, D
Cordulegaster boltonii algirica 12 17, 33–36 Morocco, Spain LC h18, h29–h31 E, G
Cordulegaster helladica helladica 3 37, 38 Greece EN h32–h33 S, T
Cordulegaster helladica buchholzi 6 39 Greece EN h34 R
Cordulegaster helladica 3 40 Greece EN h35 L, S
Cordulegaster heros pelionensis 3 41–42 Greece NT h37 L
Cordulegaster insignis 6 43–45 Turkey EN h38–h40 R
Cordulegaster picta 2 46 Greece VU h41 M, N
Cordulegaster princeps 17 47–53 Morocco NT h42–h49 H, I, J
Cordulegaster trinacriae 8 54–59 Italy NT h50–h51 K
Anotogaster sieboldi 1 Japan
Chlorogomphus brunneus 1 Japan
Chlorogomphus iriomotensis 1 Japan
Chlorogomphus okinawensis 1 Japan
Anax imperator 1 Portugal
Onychogomphus forcipatus 1 Morocco
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Table 2. Estimates of evolutionary divergence over sequence pairs between groups (A) (number of base differences per site from averaging over all sequence pairs
between groups (SE estimates are shown above the diagonal) and estimates of average evolutionary divergence over sequence pairs within groups (B) (number
of base differences per site from averaging over all sequence pairs within each group)
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A

,
C

ord
ero

R
ivera

A
,

D
egab

riele
G

,

F
igu

re
3.

H
aplotype

(T
C

S
)

n
etw

orks
sh

ow
in

g
th

e
relation

sh
ips

of
C

ord
u

legaster
specim

en
s,in

ferred
from

82
in

dividu
als

sequ
en

ced
for

570-bp
cytoch

rom
e

c
oxidase

I
(C

O
I)

sequ
en

ces,
an

d
th

e
su

bspecies
distin

ctiven
ess.

C
ircle

size
is

proportion
al

to
th

e
observed

h
aplotype

frequ
en

cies
an

d
black

poin
ts

represen
t

u
n

observed
h

aplotypes
an

d
poten

tial
in

term
ediates.

R
ed,

parsim
on

y
n

etw
ork

of
th

e
16

h
aplotypes

observed
in

C
ord

u
legaster

bolton
ii:

plain
,

C
ord

u
legaster

bolton
ii

bolton
ii;

dash
ed

lin
e,

C
ord

u
legaster

bolton
ii

algirica;
cross

h
atch

ed,
C

ord
u

legaster
im

m
acu

lifron
s;

squ
ares,

C
ord

u
legaster

bolton
ii

iberica.Yellow
:parsim

on
y

n
etw

ork
of

th
e

15
h

aplotypes
observed

in
C

ord
u

legaster
bid

en
tata:plain

,
C

ord
u

legaster
bid

en
tata

bid
en

tata;
dash

ed,
C

ord
u

legaster
bid

en
tata

sicilica.
L

igh
t

blu
e:

parsim
on

y
n

etw
ork

of
th

e
th

ree
h

aplotypes
observed

in
C

ord
u

legaster
in

sign
is.B

row
n

:parsim
on

y
n

etw
orks

ofC
O

I
5

h
aplotypes

observed
in

C
ord

u
legaster

h
ellad

ica:
plain

,
C

ord
u

legaster
h

ellad
ica

h
ellad

ica;
dash

ed,
C

ord
u

legaster
h

ellad
ica

bu
ch

h
olzi.

F
or

in
dividu

al
codes,

see
Table

1.

56
E

.
F

R
O

U
F

E
E

T
A

L
.

©
2013

T
h

e
L

in
n

ean
S

ociety
of

L
on

don
,

B
iological

J
ou

rn
al

of
th

e
L

in
n

ean
S

ociety,
2014,

111,
49–57

http://www.iucnredlist.org


D
om

m
an

get
J

-L
,

F
erreira

S
,

G
arrigós

B
,

J
ović
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